Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.003 Å; R factor = 0.061; wR factor = 0.167; data-to-parameter ratio = 18.9.
In the title compound, C 19 H 22 N 2 O, the diazepine ring adopts a distorted chair conformation. One of the N-H groups forms an intermolecular N-HÁ Á ÁO hydrogen bond generating an R 2 2 (8) graph-set motif. The other N-H group does not form a hydrogen bond.
Related literature
For general background to diazepine derivatives, see: Hirokawa et al. (1998); Jeyaraman & Ponnuswamy (1997) . For asymmetry parameters, see: Nardelli (1983) . For puckering parameters, see: Cremer & Pople (1975) . For hydrogen-bond motifs, see: Bernstein et al. (1995) . For the synthesis, see: Jeyaraman et al. (1995) ; Ponnuswamy et al. (2006) .
Experimental
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to ascertain the molecular conformation, crystallographic study of the title compound, namely c-3,t-3-dimethyl-r-2,c-7-di- phenyl-1,4-diazepan-5-one, has been carried out.
The ORTEP diagram of the title compound is shown in Fig. 1 . The diazepine ring adopts a distorted chair conformation with puckering parameters (Cremer & Pople, 1975) and asymmetry parameters (Nardelli, 1983) 
In a typical reaction, c-3,t-3-dimethyl-r-2,c-6-diphenylpiperidin-4-one was first converted into its hydrochloride and the dry, powdered c-3,t-3-dimethyl-r-2,c-6-diphenylpiperidin-4-one hydrochloride (10.0 g) was added, in portions, to cold conc.
H 2 SO 4 (25.0 ml). The temperature of the solution was allowed to rise to 25°C and NaN 3 (3.0 g) was added in portions with vigorous stirring. The solution was poured into crushed ice and cold NaOH solution (2 N) was added slowly with stirring until the pH was 8. The separated white solid was filtered and crystallized using ethanol and pet-ether (60-80°C) in the ratio of 9.5:0.5 (Jeyaraman et al., 1995; Ponnuswamy et al., 2006) .
Refinement
The amino H atoms were refined and the other H atoms positioned geometrically (C-H=0.93-0.98 Å) and allowed to ride on their parent atoms, with 1.5U eq (C) for methyl H and 1.2 U eq (C) for other H atoms. Crystal data Symmetry codes: (i) −x+1, −y+1, −z+1.
